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What is FetalSeq v1.0?

FetalSeq v1.0 utilizes an innovative next-
generation sequencing platform for a more
comprehensive, precise assessment of
pathogenic copy-number variants detection,

compared to Fetal DNA Chip.

How is the test carried out?

[ Pre-test Counseling ]

DNA sampling
(e.g. chorionic villus sampling or amniocentesis)

I
FetalSeq v1.0 testing
[refer to Figure 1 (back)]

[ Report (within 10 working days) ]

Advantages of FetalSeq v1.0

Compared with Fetal DNA Chip, FetalSeq

v1.0 can detect deletion(s) and duplication(s):

1. More comprehensively: on a genome-
wide scale at a higher resolution (>50kb)
with evenly distributed sequencing reads,
including some cryptic disease-related
regions not covered by Fetal DNA Chip;

2. More precisely: in an non-targeted
manner, which reduces bias and improves
detection of precise boundaries of
deletions/duplications;

3. Requiring less DNA input.

*Dong et al. Genet Med. 2016 Sep;18(9):940-8
*Dong et al. Curr Protoc Hum Genet. 2017 Jul 11;94:8.17.1-8.17.16.

Case example
(Case of microdeletions/microduplications)

Figure 2 (B1Z)
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Case example (Cont.)
(Case of microdeletions/microduplications)

Outer circles of Figure 2 illustrate FetalSeq
v1.0 in detecting deletions (indicated by red
bars) and duplications (blue bars) in
genome-wide  scale (23 pairs of
chromosomes). Inner circle is the zoom-in
figure of chromosome 6, demonstrating the
feasibility of detecting germline and mosaic
deletions/duplications (green arrows).

Who will benefit from this test?

1. Couples with miscarriage or stillbirth;

2. Women who want invasive prenatal
testing due to fetal anomalies in
ultrasound examination, high risk from
Down's  Syndrome  Screening/non-
invasive prenatal testing or advanced
maternal age;

3. Children with developmental delay,
intellectual disabilities, autism spectrum
disorders or multiple  congenital
anomalies.

Important notes for this test

1. This test
aneuploidies,
microduplications;

2. Limitation: It is unable to detect balanced
translocations, inversions, uniparental
disomies, low-level mosaicism and
single-nucleotide variants;

3. Normal test results do not exclude other
genetic causes that are undetectable by
FetalSeq v1.0.

detects chromosomal
microdeletions and




