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1921 .2%%%(59;j P multiple

1941-g42"f P i
2q22 3FFF IR RHE multiple

2037 % 605314; 600395 HDAC4, GPC1 >95% 2q37
3q29H; PERAE e i multiple
5g21.1-q31. 20 F e 5q21.1-931.2

7q11.23E1 fid 609757 7911.23
8p23 T I o E
9934. 3PP IR
11q1 1-q13.3;j|%§

607001 EHMT1
164950; 164980 FGF3, FGF4 >95% 11911.22
15q24 + FEFLL - HCN4 ~99% 15q24
16p11.2-p12. 1795 611913 multiple ~99% 16p11.2-p12.1
17p11.2F1 it - RAIL ~99% 17p11.2
17q21.31 5 FEEIL 610443 MAPT, CRHR1 ~99% 17421.31
22q11.2E1 fid 611867 22q11.2
22q13.3H g f g R 606232 ~99% 22q13.33

118450
301040 ATRX, SOX8 Unknown 16p13.3
203780 COL4A5

multiple 24 chromosomes
105830 15911.2-q12
106210

153480 ~2-11% have a detectable deletion 10923.31
109400 Deletions uncommon 9922.32

130650 IGF2, KCNQ1 Duplications uncommon 11p15.4-11p15.5

113650/166780 7-11% have a detectable deletion
300755 very low except contiguous gene

114290 17924.3
Unknown
115470 multiple 22q11.21
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1fi

VJ-R*U ff* VR

PMP22 ~80% 17p12

214800 ~10% have a detectable deletion

10g22.3-23.31 A R - >95% 10922.3-g23.31
18prgt g R Unknown 18p11.31

18q"Tj’{f}LJ¢ E)‘F Unknown 18923

T il Y Deletions uncommon

Rare deletions
~1% have a detectable deletion

119600
122470
153480
123450

10g23.31
5p15.2-p13.3
309400 ATP7A Uncertain Xql2-gq13

multiple

P PRI 219800 CTNS ~50% 17p13.2-p13.3

220200 ZIC1, ZIC4 Deletions uncommon
142340 NR2F2/CHD2 15926.1-q26.2
188400 X 22q11.21
601362 Very rare
602917 multiple Unknown 21922.12
=& - Unknown
18921.1

164280
TDGF1(CRIPTO) Unknown 3p21.31
300624

300474 High in contiguous, low isolated gene
GreigJ. %¥f T‘F' E=g 4‘[ [k 175700 GLI3 5-10% 7p14.1

17p11.2

236100
157170
142945 1-2% have a detectable deletion
142946 18p11.31
609637 < 13932.3
605934 2937.1-q37.3
601309

~1% have a detectable deletion

Precise detection rate unknown
Precise detection rate unknown

300419 Deletion uncommon

Chinese version

Page 2



Fetal dna chip_detection list_ 20110504

WS e 2 g 300672 CDKL5 Unknown Xp21.3

147791 multiple 11924-925
256100 NPHP1 60-70% homozygous deletion 2q13

308700 10-12% have a detectable deletion Xp22.31

150230

EXT1, TRPS1 ~75% have a detectable deletion 8qg23.3-g24.11

11q14.2-922.3

300067

309400
309801

108900

Precise detection rate unknown

Uncertain
~99% have a detectable deletion 2p15-p16.1
14922.2-922.3
206900 ~2% have a detectable deletion 3026.33
309801 multiple Uncertain

247200 85-90% for full syndrome 17p13.3
Unknown 9p22.3-p23

235730 ~15% have a detectable deletion
Uncertain

MTIF2, VRK2

161200 ~1-5% have a detectable deletion

256100 60-70% homozygous deletion
163950 PTPN11 Precise detection rate unknown 12924.13

: 300000 ~2% detected
I l?“ [HH, Fal (e 311200 OFD1 Very low Xp22.2

601803 multiple Precise detection rate unknown
312080 PLP1 60-70% have a detectable
multiple Detection rate variable depending upon the marker chromosome 4
Potockl Shaffer syndrome 601224 EXT2, ALX4 >95% 11p11.2
by 7Y ] = 176270 multiple 15911.2-q12

Prader Willi-like phenotype 176270 SIM1 Deletions uncommon 6916.3
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180500 Unknown

180849 CREBBP 16p13.3

multiple 6925.3
101400 TWIST1 11-18% have a detectable deletion 7p21.1
182290 17p11.2
117550 NSD1 10-40% have a detectable deletion 5935.3
183600 Precise detection rate unknown

600095 Precise detection rate unknown
606708 Unknown

10p24.32

DLX1/DLX2

Subtelomeric regions (41 regions) multiple 0.5-7% have a detectable deletion 41 sites multiple 0.5-7% have a detectable deletion 41 sites
186000 HOXD13 2g31-q32

Uncertain

Uncertian
190350 <20% have a detectable deletion

119300 ~2-3% have a detectable deletion

193510 Precise detection rate unknown
194050 ELN, LIMK1 >95% have a detectable deletion
194072 PAX6, WT1 20-35%

194070 Rare deletions unless associated
194190 multiple >95% have a detectable deletion

306955 Deletions uncommon

308240 SH2D1A ~4-9% have a detectable deletion
300578 ZNF674

Xp22.31
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